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<210> 1 

<211> 2067 

<212> DNA 

<213> Homo sapiens 




<400> 1 

gggaaaccga ctcctgggag cagggaggaa cgcgcgctcc agagacaact tcgcggtgtg 





ugaggaaaaa 


^1 ^ ^ ^Y 4* ^Y 

cacgtgcgtg 


gcaacaagtg 


actgagacct 


agaaatccaa 


120 


ycgccggagg 


ucc cgaggcc 


agcccaagcc 


gcttcaaaat 


ggaacgaagg 


cgtttgtggg 


180 


gu uCCcLu uCa. 


gagccgacac 


aucagcaiiga 


gtgtgtggac 


aagcccacgg 


agacttgtgg 


240 


agccggcagg 


gcagagcctg 


ctgaaggatzg 


aggccctggc 


cattgccgcc 


ctggagttgc 


300 


^ ^ f*t ^ 

uy C-Ccay gga 


gcuccucccg 


ccactcttca 


tggcagcctt 


tgacgggaga 


cacagccaga 


360 




dduy y t.y L>dy 


y uyyccc u 


^ ^ 9 ^ ^ ^ ^ 4~ 

ucaccugccc 


cccucuggga 


gtigctgatiga 


420 


ay y yav-ad^a 


i*^t"t*^a/^^t"^T 

uL>uL.cdCvJuy 


ydyacc u uca 


aagcugcgcc 


ugacggaccc 


gatgtgctcc 


480 




y y u u uy 


a nn'^ ^rra 

aggaggcgga 


aacuucaagu 


gctggattta 


cggaagaact 


540 


c L. c a u c a.y y a 


c u ucuggac u 


gtatggtctg 


gaaacagggc 


cagtctgtac 


tcatttccag 


600 


ay ccayaay c 


age u cage cc 


augacaaaga 


agcgaaaagt 


agatggtttg 


agcacagagg 


660 


cagagcagcc 




gtagaggtgc 


tcgtagacct 


gttcctcaag 


gaaggtgcct 


720 


yuy acgaau u 


gcucucc cac 


ctcattgaga 


aagtgaagcg 


aaagaaaaat 


gtactacgcc 


780 


tgtgctgtaa 


gaagctgaag 


atctttgcaa 


tgcccatgca 


ggatatcaag 


atgatcctga 


840 


aaatggtgca 


gctggactct 


attgaagatt 


tggaagtgac 


ttgtacctgg 


aagctaccca 


900 


ccttggcgaa 


attttctcct 


tacctgggcc 


agatgattaa 


tctgcgtaga 


ctcctcctct 


960 


cccacatcca 


tgca tc t t cc 


tacat t t ccc 


cggagaagga 


agagcagtat 


atcgcccagt 


1020 


4" ^ 4^ ^ ^* ^ 

ucacc ucuca 


gcccci-cagt 


ctgcagtgcc 


tgcaggctct 


ctatgtggac 


tctttatttt 


1080 


u c c L. u agagg 


ccgccuggac 


cagttgctca 


ggcacgtgat 


gaaccccttg 


gaaaccctct 


1140 


^ s s a s « 4" a Q 

cciauaac uaa 


Cugccggcu t 


t cggaagggg 


atgtgatgca 


tctgtcccag 


agtcccagcg 


1200 


tcagtcagct 


aagtgtcctg 


agtctaagtg 


gggtcatgct 


gaccgatgta 


agtcccgagc 


1260 


ccctccaagc 


tctgctggag 


agagcctctg 


ccaccctcca 


ggacctggtc 


tttgatgagt 


1320 


gtgggatcac 


ggatgatcag 


ctccttgccc 


tcctgccttc 


cctgagccac 


tgctcccagc 


1380 


ttacaacctt 


aagcttctac 


gggaattcca 


tctccatatc 


tgccttgcag 


agtctcctgc 


1440 


agcacctcat 


cgggctgagc 


aatctgaccc 


acgtgctgta 


tcctgtcccc 


ctggagagtt 


1500 


atgaggacat 


ccatggtacc 


ctccacctgg 


agaggcttgc 


ctatctgcat 


gccaggctca 


1560 


gggagttgct 


gtgtgagttg 


gggcggccca 


gcatggtctg 


gcttagtgcc 


aacccctgtc 


1620 


ctcactgtgg 


ggacagaacc 


ttctatgacc 


cggagcccat 


cctgtgcccc 


tgtttcatgc 


1680 


ctaactagct 


gggtgcacat 


atcaaatgct 


tcattctgca 


tacttggaca 


ctaaagccag 


1740 





catc L ugaag 


caacaaagca 


gccacagttt 


cagacaaatg 


ttcagtgtga 


1800 


gcgaggaaaa 


catgttcagt: 


gaggaaaaaa 


cattcagaca aatgttcagt 


gaggaaaaaa 


I860 


aggggaagtt 


ggggataggc 


agatgttgac 


ttgaggagtt 


aatgtgatct 


ttggggagat 


1920 


acatcttata 


gagttagaaa 


tagaatctga 


atttctaaag 


ggagattctg 


gcttgggaag 


1980 


tacatgtagg 


agttaatccc 


tgtgtagact 


gttgtaaaga 


aactgttgaa 


aataaagaga 


2040 


agcaatgtga 


aaaaaaaaaa 


aaaaaaa 








2067 



<210> 2 

<211> 21 

<212> DNA 

<213> Homo sapiens 



<400> 2 

ggtgcctgtg atgaattgtt c 21 

<210> 3 

<211> 68 

<212> DNA 

<213> Artificial sequence 



<220> 

<223> Oligonucleotide 
<400> 3 

gatccccggt gcctgtgatg aattgttctt caagagagaa caattcatca caggcacctt 60 
tttggaaa 68 

<210> 4 

<211> 68 

<212> DNA 

<213> Artificial secjuence 



I 



<220> 

<223> Oligonucleotide 
<400> 4 

agcttttcca aaaaggtgcc tgtgatgaat tgttctctct tgaagaacaa ttcatcacag 60 
gcaccggg 68 

<210> 5 

<211> 509 

<212> PRT 

<213> Homo sapiens 



<400> 5 

Met Glu Arg Arg Arg Leu Arg Gly Ser lie Gin Ser Arg Tyr lie Ser 
15 10 15 



Met Ser Val Trp Thr Ser Pro Arg Arg Leu Val Glu Leu Ala Gly Gin 
20 25 30 



Ser Leu Leu Lys Asp Glu Ala Leu Ala lie Ala Ala Leu Glu Leu Leu 
35 40 45 



Pro Arg Glu Leu Phe Pro Pro Leu Phe Met Ala Ala Phe Asp Gly Arg 
50 55 60 



His Ser Gin Thr Leu Lys Ala Met Val Gin Ala Trp Pro Phe Thr Cys 
65 70 75 80 



Leu Pro Leu Gly Val Leu Met Lys Gly Gin His Leu His Leu Glu Thr 
85 90 95 



Phe Lys Ala Val Leu Asp Gly Leu Asp Val Leu Leu Ala Gin Glu Val 
100 105 110 



Arg Pro Arg Arg Trp Lys Leu Gin Val Leu Asp Leu Arg Lys Asn Ser 
115 120 125 



His Gin Asp Phe Trp Thr Val Trp Ser Gly Asn Arg Ala Ser Leu Tyr 



130 135 140 



Ser Phe Pro Glu Pro Glu Ala Ala Gin Pro Met Thr Lys Lys Arg Lys 
145 150 155 160 



Val Asp Gly Leu Ser Thr Glu Ala Glu Gin Pro Phe lie Pro Val Glu 
165 170 175 



Val Leu Val Asp Leu Phe Leu Lys Glu Gly Ala Cys Asp Glu Leu Phe 
180 185 190 



Ser Tyr Leu lie Glu Lys Val Lys Arg Lys Lys Asn Val Leu Arg Leu 
195 200 205 



Cys Cys Lys Lys Leu Lys lie Phe Ala Met Pro Met Gin Asp lie Lys 
210 215 220 



Met lie Leu Lys Met Val Gin Leu Asp Ser lie Glu Asp Leu Glu Val 
225 230 235 240 



Thr Cys Thr Trp Lys Leu Pro Thr Leu Ala Lys Phe Ser Pro Tyr Leu 
245 250 255 



Gly Gin Met lie Asn Leu Arg Arg Leu Leu Leu Ser His lie His Ala 
260 265 270 



Ser Ser Tyr lie Ser Pro Glu Lys Glu Glu Gin Tyr lie Ala Gin Phe 
275 280 285 



Thr Ser Gin Phe Leu Ser Leu Gin Cys Leu Gin Ala Leu Tyr Val Asp 
290 295 300 



Ser Leu Phe Phe Leu Arg Gly Arg Leu Asp Gin Leu Leu Arg His Val 
305 310 315 320 



Met Asn Pro Leu Glu Thr Leu Ser lie Thr Asn Cys Arg Leu Ser Glu 
325 330 335 



Gly Asp Val Met His Leu Ser Gin Ser Pro Ser Val Ser Gin Leu Ser 
340 345 350 



Val Leu Ser Leu Ser Gly Val Met Leu Thr Asp Val Ser Pro Glu Pro 
355 360 365 



Leu Gin Ala Leu Leu Glu Arg Ala Ser Ala Thr Leu Gin Asp Leu Val 
370 375 380 



Phe Asp Glu Cys Gly lie Thr Asp Asp Gin Leu Leu Ala Leu Leu Pro 
385 390 395 400 



Ser Leu Ser His Cys Ser Gin Leu Thr Thr Leu Ser Phe Tyr Gly Asn 
405 410 415 



Ser lie Ser lie Ser Ala Leu Gin Ser Leu Leu Gin His Leu lie Gly 
420 425 430 



Leu Ser Asn Leu Thr His Val Leu Tyr Pro Val Pro Leu Glu Ser Tyr 
435 440 445 



Glu Asp lie His Gly Thr Leu His Leu Glu Arg Leu Ala Tyr Leu His 
450 455 460 



Ala Arg Leu Arg Glu Leu Leu Cys Glu Leu Gly Arg Pro Ser Met Val 
465 470 475 480 



Trp Leu Ser Ala Asn Pro Cys Pro His Cys Gly Asp Arg Thr Phe Tyr 
485 490 495 



Asp Pro Glu Pro He Leu Cys Pro Cys Phe Met Pro Asn 
500 505 



<210> 6 

<211> 18 

<212> PRT 

<213> Homo sapiens 

<400> 6 

Phe Pro Glu Pro Glu Ala Ala Gin Pro Met Thr Lys Lys Arg Lys Val 
15 10 15 



Asp Gly 



<210> 7 

<211> 13 

<212> PRT 

<213> Homo sapiens 

<400> 7 

Cys Gly Asp Arg Thr Phe Tyr Asp Pro Glu Pro lie Leu 
15 10 

<210> 8 

<211> 5 

<212> PRT 

<213> Homo sapiens 

<400> 8 

Leu Asp Val Leu Leu 
1 5 

<210> 9 

<211> 5 

<212> PRT 

<213> Homo sapiens 

<400> 9 

Leu Arg Arg Leu Leu 
1 5 

<210> 10 

<211> 5 

<212> PRT 

<213> Homo sapiens 



<400> 10 

Leu Asp Gin Leu Leu 
1 5 



<210> 11 

<211> 5 

<212> PRT 

<213> Homo sapiens 

<400> 11 

Leu Gin Ala Leu Leu 
1 5 

<210> 12 

<211> 5 

<212> PRT 

<213> Homo sapiens 

<400> 12 

Leu Leu Ala Leu Leu 
1 5 

<210> 13 

<211> 5 

<212> PRT 

<213> Homo sapiens 

<400> 13 

Leu Gin Ser Leu Leu 
1 5 



<210> 14 

<211> 5 

<212> PRT 

<213> Homo sapiens 

<400> 14 

Leu Arg Glu Leu Leu 
1 5 

<210> 15 

<211> 5 

<212> PRT 

<213> Artificial sequence 
<220> 

<223> FRAME -deltaLXXLL mutant 

<400> 15 

Leu Asp Val Val Val 
1 5 

<210> 16 

<211> 5 

<212> PRT 

<213> Artificial sequence 
<220> 

<223> PRAME-deltaLXXLL mutant 

<400> 16 

Val Arg Arg Leu Leu 
1 5 



<211> 5 

<212> PRT 

<213> Artificial sequence 
<220> 

<223> FRAME- deltaLXXLL mutant 

<400> 17 

Leu Asp Gin Val Val 
1 5 

<210> 18 

<211> 5 

<212> PRT 

<213> Artificial sequence 
<220> 

<223> PRAME-deltaLXXLL mutant 

<400> 18 

Val Gin Ala Leu Leu 
1 5 

<210> 19 

<211> 5 

<212> PRT 

<213> Artificial sequence 
<220> 

<223> PRAME-deltaLXXLL mutant 

<400> 19 

Leu Leu Ala Val Val 



<210> 20 

<211> 5 

<212> PRT 

<213> Artificial sequence 
<220> 

<223> PRAME-deltaLXXLL mutant 

<400> 20 

Leu Gin Ser Val Val 
1 5 

<210> 21 

<211> 5 

<212> PRT 

<213> Artificial sequence 
<220> 

<223> PRAME-deltaLXXLL mutant 

<400> 21 

Leu Arg Glu Val Val 
1 5 



